In the title molecule, C 10 H 10 O 4 , the carboxylic acid group is twisted by 11.37 (15) from the plane of the benzene ring and the acetoxy group is twisted from this plane by 86.60 (17) . In the crystal, molecules are linked by pairs of O-HÁ Á ÁO hydrogen bonds, forming inversion dimers with the expected R 2 2 (8) graph-set motif.
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S1. Comment
Crystal structures of 2-acetoxy-3-methylbenzoic acid (3-methyl aspirin) (Chiari et al., 1981) and 2-acetoxy-6-methylbenzoic acid (6-methyl aspirin) have already been reported in the literature (Fronczek et al. 1982) . Aspirin is a unique drug as it is effective against pain, it has anti-pyretic and anti-inflammatory properties, and it is widely used during heart attacks or strokes. The crystal and molecular structure of aspirin has been reported by Wheatley in 1964. We report herein on the crystal structure of the title molecule.
The molecular structure of the title compound is shown in Fig. 1 . There are some very definite angular distortions within the molecule, both in the benzene ring and the carboxyl group, but more particularly, in the acetyl group. The internal angle at C3 (123.6 (3)°) is greater than 120° (the expected value in terms of hybridization principles), and that at C2 is less (116.2 (2)°). The carboxyl group is bent away from the methyl and acetyl group, possibly by repulsion between O1 and O2, so that there is a substantial increase in the angle C2-C1-C7, and a decrease in C6-C1-C7. The angle O1-C7-O2 is greater than 120°, again suggesting repulsion between oxygen atoms. The carboxyl group is twisted by 11.37 (15)° out of the plane of the benzene ring, and the acetoxy group is twisted out of plane by 86.60 (17)°.
Certain torsion angles reveal conformational changes in the carboxyl and acetoxy groups caused by methyl substitution at C2. Atoms C7 and C8 lie in the plane of the benzene ring and O3 is slightly out of plane. The deviations of atoms C7, C8 and O3 from the least-squares plane of the benzene ring are -0.015 (3), 0.010 (3) and 0.111 (2) Å, respectively.
A similar situation is exists in 2-acetoxy-6-methyl benzoic acid (Fronczek et al. 1982) . Comparison of the C2-C3-O3 -C9 angle (94.8 (3)°) reveals that the acetoxy group is skewed slightly away from the methyl group in this structure.
There is also a slight but significant twist in the ester backbone, C3-O3-C9-C10 = -178.3 (3)°, present in the title compound, a result quite similar to that in 6-methyl aspirin (Fronczek et al. 1982) . In the crystal, pairs of O-H···O hydrogen bonds form inversion dimers with the expected R 2 2 (8) graph-set motif (Fig. 2) . The carboxyl oxygen atom O1 acts as a donor in an intermolecular hydrogen bond to atom O2, producing an R 2 2 (8) ring, thus creating a hydrogenbonded dimer. This type of motif is commonly observed (Shoaib et al., 2014; Montis & Hursthouse et al., 2012) .
S2. Experimental
A hot methanol solution (20 ml) of 3-acetoxy-2-methyl benzoic acid [3 A2MBA] (1 mm 0.194 g, Alfa aesar) was stirred at room temperature for 20 minutes. The resulting solution was kept as such for crystallization. After a few days colourless block-shaped crystals were appeared from the mother liquor.
S3. Refinement
H atoms bonded to C atoms were positioned geometrically and treated as riding with C-H = 0.93-0.96Å and U iso (H) = 1.2U eq (C) or 1.5U eq (C methyl ). The hydroxyl H atom was refined independently with an isotropic displacement parameter. The molecular structure of the title compound with displacement ellipsoids drawn at the 30% probability level. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

